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File	  S3	  

Genomic	  DNA	  sequences	  of	  different	  MG(+/-‐)	  transgenic	  lines	  surrounding	  piggyBac	  insertions,	  with	  the	  TTAA	  duplicated	  

sequence	  appearing	  at	  all	  5’	  and	  3’	  insert	  boundaries.	  TTAA	  sequences	  which	  are	  characteristic	  of	  piggyBac	  mediated	  

transposition	  are	  shown	  in	  red	  colour.	  

MG(+/-‐)118A	  

ACTATCTTTCTAGGGTTAATGATTGAATGCAAACATCAGCGATATGAGAGTAACAAATCAGCTTTAGCGATAAACCTCTACAAGAACAAACGA

ACTACAATAGGTACTTATTATGTTTTTAATAAACTTTTATTATCTTCACACGTTTATTACTATGTATGTATGTNACGGAAACTTTGAACATGATTT

TCACCCCCTTCAAAACGTCGGACTAACTCAAAATTTGGCATACGTATTTATGATTGATGACAATTCAATATTTTAATCAGTTAGATCCAAGGAG

AGGACAGCGATTCTCGTACANACGGTCGCG	  	  

	  

MG(+/-‐)154C	  

ATGCATGCGTCAATTTTACGCAGACTATCTTTCTAGGGTTAAGCAAAAGCGGACGTGCGGGCCACAATAGTCGTGCTCATACAAATTTGTGGG

TAGATAGTATATGGCACGATCCAAGGCGAGGACGGCGATTC	  

	  

MG(+/-‐)154D	  

AGCGATATTTCAAGCATGCATGCGTCAATTTTACGCAGACTATCTTTCTAGGGTTAAGCAGAAGCGGACGTGCGGGCCACAATAGTCGTGCTC

ATACAAATTTGTGGGTAGATAGTATATGGCACGATCCAAGGCGAGGACCGCGATTCTCGTACAAGGGGGGGG	  

	  

MG(+/-‐)164B	  

GGGCGTTTCGCGCTATTTGGAAAGAGAGAGCAATATTTCAAGAATGCATGCGTCAATTTTACGCAGGACTATCTTTCTAGGGTTAAGCAAAA

GCGGACGTGCGGGCCACAATAGTCGTGCTCATACAAATTTGTGGGTAGATAGTTATATGTCACGATCCAAGGAGAGGACAGCGATTCTCGTA

CACGAGGACAGCGATTCTCGTACAC	  

	  

MG(+/-‐)164C	  

TCGCGCTATTTGGAAAGAGAGAGCAATTATTTCAAGAATGCATGCGTCAATTTTACGCAGACTATCTTTCTAGGGTTAAGCAAAAGCGGACGT

GCGGGCCACAATAGTCGTGCTCATACAAATTTGTGGGTAGATAGTTATATGTCACGATCCAAGGAGAGGACAGCGATTCTCGTACAAACGGT

TACGATTCGAGAAGGG	  

	  

MG(+/-‐)170A	  
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ATTTCAGAATGCATGCGTCATTTTACGCAGACTATCTTTCTAGGGTTAAATAAATATGTTAAATGAACAAAAAACCGAATTCCGAGTTTTCAGT

ACAAATCGGCAATTTCATACTTTAACCCCTTATATTATCGTTACGATAATACATTTATATATAGCAATTATTATAAAATACTAAAATATCTTCAAC

AAAATTTACTTACAGAAATTCAATCGAAAACATATTTCTTTAGATCCAAGGAGAGGACAGCGGATTCTCGTACAGCCGGCGGCGATTCGTGAA

GGG	  

	  

MG(+/-‐)170B	  

CGGGCGGATTCGCGCTATTTAGAAAGAGAGAGCAATATTTCAAGNAATGCATGCGTCAATTTTACGCAGACTATCTTTCTAGGGTTAATAAGC

GTGTTCACGTTTTGGACATGGTTTGCACTGAAACGAGATCCAAGGAGAGGACAGCGATTCTCGTACAAACGGTTACGATTCGAGAAGGGAG

AG	  

	  

	  

	  

	  

	  

	  

	  

	  

	  

	  

	  

	  

	  

	  

	  

	  

	  

	  

	  

	  


